Gene identification by 3' terminal exon trapping.
3' terminal exon trapping offers a powerful and efficient technology for rendering fragments of transcribed genes from large stretches of unsequenced, vertebrate, genomic DNA. The products from this methodology are the starting point for further studies of gene discovery and analysis. Future considerations for this technology include answering questions about the degree of efficiency from various trapping substrates and whether or not this approach can be scaled up for large-scale gene discovery such as individual chromosome or whole genomic approaches. With the onset of EST database searching, the final analysis becomes a computer assay that is consistent with the future of genetics as this field continues to move towards informational experimentation based on DNA sequence.